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Best practice for epigenetic analysis

ez ofo] omedy =42

EHRE

0|1 g5 JtsdE 2H57| {ldl Galaxyst= E 7|

o
0

1o

=
=

Hi-C O|O| &

Galaxy ZES &850 DNA |23}, ChIP-Seq, W

=
[

g8 5ot gLt

I

I+
or

M___
ol

K-

ol
ur
i

ojn

=

~N

DNA O &3}, ChIP-Seq, & Hi-C H|O|HE 2XMst=

&& CIOIEH 0|20 A EIO|H

2.

3.

4
)l

oju

Introduction to Galaxy

® DNA methylation data analysis

® ChIP-Seq data analysis

® Hi-C data analysis

Galaxy (https://usegalaxy.org.au/)
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