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Best practice for the single-cell data analysis: from
basics to advanced topics
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Single-cell data structure (multi-dimension data analysis, data sparsity)
Basic analysis pipeline
Common erros in single-cell data analysis
Batch correction and assessing the integration

Public data analysis

Automatic cell type annotation
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https://scanpy.readthedocs.io/en/stable/index.html
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Best practice for single-cell data analysis

10:30-10:40(10)

ol Xlo|ecCth
A—l 7{' Eglolzl

Jot

10:40-12:00(80)

Practice1: Scanpy basic workflow

12:00-13:30(90) H 4

13:30-14:50(80) Public data, batch correction, cell annotation HE2 W
14:50-15:00(10) = Al

15:00-17:00(100) Practice2: Advanced single-cell analysis 488, 494 =u




