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Multi-omics driven systematic approaches to understand
cancer complexity

ME™ME SZ20| SHAMQAQ DNA RNA, 12|10 CHHZIO] M}t Uik Cish datas 2HH
7129 H|HOol ™o 0| big data =22 FHE[ QUCL 0|0 et 2t 249 MH|(AH)
FEo| YdE UASE omics EO0F7F EfSSHA =2, LIOHZE 2+ Al ALO|el H=2AEE &Y
ATSHE multi-omics &0F7F TACH EE=SH0| Xp2[FA ZIRACE X2 0|23 4=EHES EXSH=
trans-omics 2= JHE = SHESIF D, multi-omics 70| CHIFst M2t sfM0| =5t U
HEfO|CF

= Zo/0ME= multi-omics 02| EiSHMEH %2 LHE FL multi-omics AT AHHE
CHEXQI =& HY(complex disease)R! 2= CHESE SO AJWSHOXF SHCE £, ZF A L{Q
EXA FHE Y42 LIEIE multi-omics 28 SHE O|8st?| /siMe A2 MEaH
olsi7t E=Holh|, ot ZEEl A|AH MZ3H 7[89to] multi-omics 88 ¢+ L2 3/
Z0ICE GIAE HEME 2 multi-omics 370 HIO|HE CHY2E clustering H A2
SEYHoR stn, WES HEYZ 7|Ete| multi-omics data £ H{Z Z O|Ct O|E
St multi-omics datall LHZE M2 4EES A5t Oldidte Ay JZFS AT
b

® Multi-omics 712 2 F ME3o|A Q| CHEXQ multi-omics 7
o A|AH MESH 7|8O| muylti-omics data A
® Multi-omics data clustering % SfiA]
o W23l network 7|8 multi-omics data =4
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